SEQUENCE LISTING 



<110> Paul B. Fisher 

Rahul V. Gopalkrishnan 

<120> Anti-tumor Effects of Prostate Carcinoma 
Tumor Antigen- 1 



<130> A34694-A-PCT-USA-A 



<140> To Be Assigned 
<141> 2004-03-08 

<150> PCT/US02/28587 
<151> 2002-09-06 



<150> 09/948,227 
<151> 2001-09-07 



<160> 19 



<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1019 

<212> DNA 

<213> homo sapiens 



<400> 1 

agtaagcagc cagccattcc aagtggttga catgactttg tttaacttta tttgtatttc 60 
tggctggtgt gtttacagcc aataggtcaa actatcagtc agtgtagggc cctgagaagt 120 
cgggtattta agagcatcta ataggcacag aattgtgctc catactgctt aaactgttcc 180 
ctaagtgtcc aatttggaga aaacacccac acgcaggata accggcgagt gacgcggagt 240 
ggctgcgagt ccaagttatc actaacggat ggggagcttg ggctgggcac agtccagcgt 3 00 
actgaaccct tcccccaccg tttcacctgc atacagaggt gtgtactgtc aaaaagcagc 360 
gcctccaagt ctcttctggc actgtctgga cttggatccg aggcagacga ggaagctgag 42 0 
aaaaccctgg cgttgacccc gtggacctgg gcgccccggg aaggccagcg cttggtccag 4 80 
gcaggcgggg cctgtgcggt gaccaccctg gtcctgaaaa gtcccagccc cgagcgccct 540 
ccctcctaga cctggaggcc tggaacagcc aggtggacgt cggcccacct ttcttttctt 600 
tccttcccat tttcctacca cctcccaccc cactccgcct tccgggcaaa ggcagccaga 660 
tccacccagg acacattctt tgtccttatc cctctgtgct cgtcccacag caagccagtc 720 
gcggtccaag gctccagagg ctgtgcagga ggccgagctg ggtggcgatc agcggcgggt 780 
ccctgtccaa aacccagcag agccgccagg gacgccccag acacagaagg cggggcgcgg 840 
ggagggtggg gagaccacag cagtgaggcg cgcgagccgg gaagtgaacg aggactgact 900 
cctgtcgctt ccgtagccgc cacggacgcc agagccggga accctgacgg cacttactgc 960 
tgacaaacaa cctgctccgt ggagcgcctg aaacccaatc tttgggtgag tcgcgcgac 1019 

<210> 2 

<211> 173 

<212> DNA 

<213> homo sapiens 



<400> 2 

agtaagcagc cagccattcc aagtggttga 
tggctggtgt gtttacagcc aataggtcaa 
cgggtattta agagcatcta ataggcacag 



catgactttg tttaacttta tttgtatttc 60 
actatcagtc agtgtagggc cctgagaagt 120 
aattgtgctc catactgctt aaa 173 



<210> 3 

<211> 3850 

<212> DNA 

<213> homo sapiens 



<400> 3 

cggcacgagc 

tgtccttaaa 

ttcctgatca 

cagacagatt 

cctttcattt 

atgaaaaatg 

ttgagatcgt 

ctctgctcta 

aagtgaatat 

ctagtctgga 

ttagcctgcc 

ttcaaggaga 

caaaggatat 

cttttcttca 

ctgggatgta 

atggcgtaca 

tggaaattaa 

ctgctacaaa 

tcactggtca 

gggtgttctc 

gggcagcaac 

cttcaagaat 

tgtattgagc 

aacaaaccag 

cactgctttt 

agatattaaa 

actgtcataa 

ttttctttat 

atgacatctg 

aaattaactt 

tcagagtcta 

aagatattta 

cactatcaga 

atctgttttg 

tcatcattag 

tatcagcaag 

gaagttccat 

ttgggagtgg 

agaactctgc 

tatattgaaa 

cgctagccct 

caaagacact 

cgagaatccc 

tggagactgt 

aagttcattt 

gaattttact 

aaatgcaagt 

aggcttttaa 

gcaagatcta 

gattagggca 



ggcacgagag 
caacctacag 
gctggatcct 
ccaggtggat 
caatcctcgt 
gggacgggaa 
gattatggtg 
tggccacagg 
tcactcaatt 
actgacagag 
attcgctgca 
agtgaatgca 
tgctctacac 
ggagtcctgg 
ctttgagatg 
cagcctggag 
tggagacatc 
aaccaaaata 
ttctattgtt 
agtccttgcc 
acttatagcc 
gccattcaac 
acagattttt 
tatgttccct 
tctacaggca 
tcacccgaag 
ccagtgctct 
cgtaataaac 
agcacagaaa 
gatgccaagc 
cacagacgcc 
tggccaacaa 
aagtgtacgc 
ttcccatgaa 
caactgagat 
ttaaatggtt 
gtatatggga 
ggagggaaaa 
caggatttag 
aggaatacca 
taattctttt 
ggttgggggt 
ccagagttat 
gaggcattta 
tcattttacg 
gagacatttc 
tggccttttg 
tctcaatgcg 
attttatttg 
cttcaaagca 



aagagactcc 
aatatcatct 
ggaactttga 
ctgcagaatg 
ttcaaaaggg 
gagatcacct 
ctgaaggaca 
atcggcccag 
ggttttagct 
atagttagag 
aggttgaaca 
aatgccaaaa 
ttgaacccac 
ggagaagaag 
ataatttatt 
tacaaacaca 
cacttactgg 
cagaatggct 
tatattgtta 
atgacgtatg 
agttaaagcc 
aagtatttat 
tttggtaaat 
gttctcttga 
ttacatcaac 
acactaactt 
gccgtatccc 
atgtggctct 
ttaagccaaa 
ccaaggcagc 
tacagaagtt 
agtaaggtca 
caactaaggg 
atcaccaatc 
caaagcactc 
ccatttctgt 
tctttacagg 
aagctcagtc 
gaatattttc 
ttgtcaatct 
ccagcttttc 
99agggtgcc 
ctttctccat 
ggaaaaaaat 
tggaggaaaa 
ttagaaatat 
cttgccacat 
aacattctac 
aaccctcact 
ttgaaaaaaa 



aatcgacaag 
ataacccggt 
ttgtgatacg 
gcagcagcgt 
ccggctgcat 
atgacacgcc 
aattccaggt 
agaaaataga 
tcagctcgga 
aaaatgttcc 
cccccatggg 
gctttaatgt 
gcctgaatat 
agagaaatat 
gtgatgttag 
gatttaaaga 
aagtaaggag 
tctgtgatac 
aaatgagctt 
gtggtgtcta 
actctgccct 
ggagtaccta 
ctgtgaggag 
gcttcgactc 
tcctaagggg 
acagaagaca 
atcactgagg 
attagctgca 
aaaccaaagc 
tgatttctgt 
tcaggaagag 
ggattagact 
acccacaaag 
aaggcctccg 
ttccacttta 
gatttttcta 
tcagatcttg 
agtgaggatc 
agaacagatt 
tattttttta 
atattaatgt 
acagggaaag 
aaagaccatc 
agcccactca 
aaatttaaaa 
gcacttctat 
ttctgcatta 
gggatgttct 
ttccaacttt 
tctactgata 



aagctggaaa 
aatcccgttt 
tgggcatgtt 
gaaacctcga 
tgtttgcaat 
tttcaaaaga 
ggctgtaaat 
cactctgggc 
cttacaaagt 
aaagtctggc 
ccctggacga 
tgacctacta 
taaagcattt 
tacctctttc 
agaattcaag 
gctcagcagt 
ctggtagcct 
tggccttgct 
gtgcaccatt 
gcactgaatg 
ctctcctact 
ctataataca 
ctaggatata 
ttctgtgcgc 
tcctctggga 
caactccttc 
actgatgttg 
agctttacca 
aaaacaaata 
gtatttgaac 
ccaagatgca 
tcaggcattc 
caggcagagg 
ttcttctaaa 
cgtgattaaa 
ttatttgagg 
ttacaggaaa 
attccacatt 
ttagatatta 
aaagtactca 
atgcagagtc 
ctgtagaagg 
agagtgctta 
catcattcct 
agctattagt 
actagcaagc 
aacttctata 
tagatgcctt 
caccatgacc 
cttactttct 



agaatgatgt 
gttggcacca 
cctagtgacg 
gccgatgtgg 
actttgataa 
gaaaagtctt 
ggaaaacata 
atttatggca 
acccaagcat 
acgccccagc 
actgtcgtcg 
gcaggaaaat 
gtaagaaatt 
ccatttagtc 
gttgcagtaa 
attgacacgc 
acctacacag 
gaaacgcatc 
aggtcctgct 
gggaaactgg 
ttggctgact 
gtagctaaca 
tacttggtga 
tactgctgcg 
ttagttatgc 
cccagtgatc 
actgacatca 
agtaattggc 
catggtgctg 
ttacccgaaa 
ttcaatttgt 
ataaggcagg 
taatgcagaa 
gattagtcca 
atcaaacctg 
ggagttggca 
tttcaaaggt 
agactggggc 
tttctatcca 
gtgtagaaat 
tcaccaagct 
caagaagact 
actgagctgt 
tgtaagtctt 
atttattaat 
tctgtctcta 
ttagcttcaa 
taaaaagggg 
cagtactaga 
tagacaagta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 



gttcttagtt aaccaccaat ggaactgggt tcattctgaa tcctggagga gcttcctcgt 3 060 
gccacccagt gtttctgggc cctctgtgtg agcagccagg tgtgagctgt tttagaagca 312 0 
gcgtgttgcc ttcatctctc ccgtttccca aaagaacaaa ggataaaggt gacagtcaca 3180 
ctcctgggtt aaaaaaagca ttccagaacc acttctcttt atgggcacaa caacaaagaa 3 24 0 
gctaagttcg cctacccaaa tgaaagtagg ctttacagtc aagtacttct gttgattgct 3300 
aaataacttc attttcttga aatagagcaa ctttgagtga aatctgcaac atggatacca 3360 
tgtatgtaag atactgctgt acagaagagt taaggcttac agtgcaaatg aggcgtcagc 342 0 
tttgggtgct aaaattaaca agtctaatat tattaccatc aatcaggaag agataataaa 3480 
tgtttaaaca aacacagcag tctgtataaa aatacgtgta tatttactct ttctgtgcac 3 54 0 
gctctatagc ataggcagga gaggcttatg tggcagcaca agccaggtgg ggattttgta 3600 
aagaagtgat aaaacatttg taagtaatcc aagtaggaga tattaaggca ccaaaagtaa 3660 
catggcaccc aacacccaaa aataaaaata tgaaatatga gtgtgaactc tgagtagagt 3720 
atgaaacacc acagaaagtc ttagaaatag ctctggagtg gctctcccag gacagtttcc 3780 
agttggctga atagtctttt ggcactgatg ttctacttct tcacattcat ctaaaaaaaa 3 84 0 
aaaaaaaaaa 3 850 



<210> 4 

<211> 126 

<212> DNA 

<213> homo sapiens 



<400> 4 

cctagtaata gaggaggaga catttctaaa 
aaagattcga ctgtcaatca cactttgact 
tcaaag 



atcgcaccca gaactgtcta caccaagagc 60 
tgcaccaaaa taccacctat gaactatgtg 120 

126 



<210> 5 

<211> 132 

<212> DNA 

<213> homo sapiens 



<400> 5 

cagactgtct ctcccctcct gggatttaca gggtcatggc tctgaaacat tctgtagtgt 60 
tctttggaca cgagttttcc ctggagatcg ctttctgcag gcctattggt cctgactgtg 12 0 
gcttcttttc ag 132 

<210> 6 

<211> 317 

<212> PRT 

<213> homo sapiens 

<400> 6 

Met Met Leu Ser Leu Asn Asn Leu Gin Asn lie lie Tyr Asn Pro Val 

15 10 15 

lie Pro Phe Val Gly Thr lie Pro Asp Gin Leu Asp Pro Gly Thr Leu 

20 25 30 

lie Val lie Arg Gly His Val Pro Ser Asp Ala Asp Arg Phe Gin Val 

35 40 45 

Asp Leu Gin Asn Gly Ser Ser Val Lys Pro Arg Ala Asp Val Ala Phe 

50 55 60 

His Phe Asn Pro Arg Phe Lys Arg Ala Gly Cys lie Val Cys Asn Thr 
65 70 75 80 

Leu lie Asn Glu Lys Trp Gly Arg Glu Glu lie Thr Tyr Asp Thr Pro 

85 90 95 

Phe Lys Arg Glu Lys Ser Phe Glu lie Val lie Met Val Leu Lys Asp 

100 105 110 

Lys Phe Gin Val Ala Val Asn Gly Lys His Thr Leu Leu Tyr Gly His 



115 120 125 



Arg 11 6 


Gly Pro Glu 


Lys 


He 


Asp 


Thr 


Leu 


Gly 


He 


TVr 
i yi 


0 1 v 
\j x y 


Ta/r 
uy o 


Va 1 


130 










135 










140 












His 


Ser 


He 


Gly Phe 


Ser 


Phe 


Ser 


Ser Asp 


Leu 


Gin 




1 XI J. 


145 








150 










J. _> _J 










160 


Gin Ala 


Ser 


Ser 


Leu 


Glu 


Leu 


Thr 


Glu 


He 


Val 


Arg 


Glu 


Asn 


Val 

v a j. 


Drn 
ri w 








165 










170 










175 




Lys Ser 


Gly Thr Pro 


Gin 


Leu 


Ser 


Leu 


Pr*o 


Phe 


Ala 


Ala 




T.pn 








180 










185 










1 90 

1 J V 






Thr Pro 


Met Gly Pro 


Gly Arg 


Thr 


Val 


Val 


Val 


Gin Gly 


VJlU 


val 


Aon 




195 










200 










205 








Al a A en 
rtXd r-io 11 


Ala 


Lys 


Ser 


Pne 


Asn 


Val 


Asp 


Leu 


Leu 


Ala 


Gly 


Lys 


Ser 


Lys 


210 










215 










220 










Zk cn Tie 
riop 11C 


Ala 


Leu 


His 


Leu 


Asn 


Pro Arg 


Leu 


Asn 


He 


Lys 


Hid 


rile 


val 


225 








230 










235 










*± \J 


•rt.1. y no 11 


Ser 


Phe 


Leu 


Gin 


Glu 


Ser Trp Gly 


Glu 


Glu 


Glu 


Arg 


Asn 


lie 








245 










250 










£* 3 3 




Thr Ser 


Phe 


Pro 


Phe 


Ser 


Pro Gly Met 


Tyr 


Phe 


Glu 


Met 


He 


He 


Tyr 






260 










265 
















Cys Asp 


Val 


Arg 


Glu 


trie 


Lys 


Val 


Ala 


vax 


Asn Gly Val 


His 


Ser 


Leu 




275 










280 










285 








Glu Tyr 


Lys His Arg 


.file 


Lys 


Glu 


Leu 


Ser 


Ser 


He 


Asp 


HIV, -y~ 

inr 


Leu 


pi,, 

tjrXU 


290 










295 










300 










lie Asn 


Gly Asp 


He 


III a 

rl IS 


Leu 


Leu 


Glu 


vax 


Arg 


Ser 


Trp 








305 








6 10 










315 












<210> 7 






























<211> 131 




























<212> PRT 




























<213> homo sapiens 
























<400> 7 






























Phe Ala 


Ala 


Arg 


Leu 


Asn 


Thr 


Pro 


Met 


Gly 


Pro Gly Arg 


iiir 


vax 


vax 


1 






5 










10 










1 5 
1 D 




Val Gin 


Gly 


Glu 


Val 


Asn 


Ala 


Asn 


Ala 


Lys 


Ser 


Phe 


Asn 


vax 


Asp 


lieu 






20 










25 
















Leu Ala 


Gly 


Lys 


Ser 


Lys 


Asp 


He 


Ala 


Leu 


His 


Leu 


Asn 


Pro 


Arg 


Leu 




35 










40 










45 








Asn lie 


Lys 


Ala 


Phe 


Val 


Arg 


Asn 


Ser 


Phe 


Leu 


Gin 


Glu 


ocl 


Trp 




50 










55 










60 










Glu Glu 


Glu 


Arg 


Asn 


He 


Thr 


Ser 


Phe 


Pro 


Phe 


Ser 


Pro 


Gly 


Met 


Tyr 


65 








70 










75 










80 


Phe Glu 


Met 


He 


He 


Tyr Cys Asp Val 


Arg 


Glu 


Phe 


Lys 


Val 


Ala 


Val 








85 










90 










95 




Asn Gly 


Val 


His 


Ser 


Leu 


Glu 


Tyr Lys 


His 


Arg 


Phe 


Lys 


Glu 


Leu 


Ser 






100 










105 










110 






Ser lie 


Asp 


Thr 


Leu 


Glu 


He 


Asn Gly Asp 


He 


His 


Leu 


Leu 


Glu 


Val 



115 120 125 



Arg Ser Trp 
130 



<210> 8 

<211> 183 

<212> PRT 

<213> homo sapiens 



<400> 8 



Met 


Met 


Leu 


Ser 


1 








He 


Pro 


Phe 


Val 








20 


lie 


vai 


lie 


Arg 






35 




Asp 


Leu 


Gin 


Asn 




50 






His 


Phe 


Asn 


Pro 


65 








Leu 


He 


Asn 


Glu 


Phe 


Lys 


Arg 


Glu 








100 


Lys 


Phe 


Gin 


Val 






115 




Arg 


He 


Gly 


Pro 




130 






Asn 


He 


His 


Ser 


145 








Gin 


Ala 


Ser 


Ser 


Lys 


Ser 


Gly 


Thr 



180 



Leu Asn Asn Leu 
5 

Gly Thr He Pro 

Gly His Val Pro 
40 

Gly Ser Ser Val 
55 

Arg Phe Lys Arg 
70 

Lys Trp Gly Arg 
85 

Lys Ser Phe Glu 

Ala Val Asn Gly 
120 

Glu Lys He Asp 
135 

He Gly Phe Ser 
150 

Leu Glu Leu Thr 
165 

Pro Gin Leu 



Gin Asn He He 
10 

Asp Gin Leu Asp 
25 

Ser Asp Ala Asp 

Lys Pro Arg Ala 
60 

Ala Gly Cys He 
75 

Glu Glu He Thr 
90 

He Val He Met 
105 

Lys His Thr Leu 

Thr Leu Gly He 
140 

Phe Ser Ser Asp 
155 

Glu He Val Arg 
170 



Tyr Asn Pro Val 
15 

Pro Gly Thr Leu 
30 

Arg Phe Gin Val 
45 

Asp Val Ala Phe 

Val Cys Asn Thr 
80 

Tyr Asp Thr Pro 
95 

Val Leu Lys Asp 
110 

Leu Tyr Gly His 
125 

Tyr Gly Lys Val 

Leu Gin Ser Thr 
160 

Glu Asn Val Pro 
175 



<210> 9 
<211> 15 
<212> PRT 

<213> homo sapiens 
<400> 9 

Met Leu Ser Leu Asn Asn Leu Gin Asn He He Tyr Asn Pro Val 
15 10 15 



<210> 10 
<211> 29 
<212> PRT 

<213> homo sapiens 
<400> 10 

He Pro Phe Val Gly Thr He Pro 

1 5 
He Val He Arg Gly His Val Pro 
20 



Asp Gin Leu Asp Pro Gly Thr Leu 

10 15 
Ser Asp Ala Asp Arg 
25 



<210> 11 
<211> 70 
<212> PRT 

<213> homo sapiens 



<400> 11 

Phe Gin Val Asp Leu Gin Asn Gly Ser Ser Val Lys Pro Arg Ala Asp 



1 5 
Val Ala Phe His Phe Asn Pro Arg 
20 

Cys Asn Thr Leu lie Asn Glu Lys 

35 40 
Asp Thr Pro Phe Lys Arg Glu Lys 

50 55 
Leu Lys Asp Lys Phe Gin 
65 70 



10 15 
Phe Lys Arg Ala Gly Cys lie Val 
25 ^ 30 

Trp Gly Arg Glu Glu lie Thr Tyr 
45 

Ser Phe Glu He Val He Met Val 
60 



<210> 12 

<211> 40 

<212> PRT 

<213> homo 



sapiens 



<400> 12 

Val Ala Val Asn Gly Lys His Thr Leu Leu Tyr Gly His Arg He Gly 

1 5 10 15 

Pro Glu Lys He Asp Thr Leu Gly He Tyr Gly Lys Val Asn He His 

20 25 30 

Ser He Gly Phe Ser Phe Ser Ser 
35 40 



<210> 13 
<211> 19 
<212> PRT 

<213> homo sapiens 
<400> 13 

Asp Leu Gin Ser Thr Gin Ala Ser Ser Leu Glu Leu Thr Glu He Val 

15 10 15 

Arg Glu Asn 



<210> 14 

<211> 9 

<212> PRT 

<213> homo sapiens 

<400> 14 

Val Pro Lys Ser Gly Thr Pro Gin Leu 
1 5 



<210> 15 
<211> 30 
<212> PRT 

<213> homo sapiens 
<400> 15 

Ser Leu Pro Phe Ala Ala Arg Leu Asn Thr Pro Met Gly Pro Gly Arg 

15 10 15 

Thr Val Val Val Gin Gly Glu Val Asn Ala Asn Ala Lys Ser 
20 25 30 



<210> 16 

<211> 55 

<212> PRT 

<213> homo sapiens 

<400> 16 

Phe Asn Val Asp Leu Leu Ala Gly Lys Ser Lys Asp lie Ala Leu His 

15 10 15 

Leu Asn Pro Arg Leu Asn lie Lys Ala Phe Val Arg Asn Ser Phe Leu 

20 25 30 

Gin Glu Ser Trp Gly Glu Glu Glu Arg Asn lie Thr Ser Phe Pro Phe 

35 40 45 

Ser Pro Gly Met Tyr Phe Glu 
50 55 



<210> 17 

<211> 49 

<212> PRT 

<213> homo sapiens 

<400> 17 

Met lie lie Tyr Cys Asp Val Arg Glu Phe Lys Val Ala Val Asn Gly 

15 10 15 

Val His Ser Leu Glu Tyr Lys His Arg Phe Lys Glu Leu Ser Ser lie 

20 25 30 

Asp Thr Leu Glu lie Asn Gly Asp lie His Leu Leu Glu Val Arg Ser 
35 40 45 

Trp 



<210> 18 

<211> 549 

<212> DNA 

<213> homo sapiens 

<400> 18 

atgatgttgt ccttaaacaa cctacagaat 
ggcaccattc ctgatcagct ggatcctgga 
agtgacgcag acagattcca ggtggatctg 
gatgtggcct ttcatttcaa tcctcgtttc 
ttgataaatg aaaaatgggg acgggaagag 
aagtcttttg agatcgtgat tatggtgctg 
aaacatactc tgctctatgg ccacaggatc 
tatggcaaag tgaatattca ctcaattggt 
caagcatcta gtctggaact gacagagata 
ccccagctt 

<210> 19 

<211> 832 

<212> DNA 

<213> homo sapiens 



atcatctata acccggtaat cccgtttgtt 60 
actttgattg tgatacgtgg gcatgttcct 120 
cagaatggca gcagcgtgaa acctcgagcc 180 
aaaagggccg gctgcattgt ttgcaatact 240 
atcacctatg acacgccttt caaaagagaa 3 00 
aaggacaaat tccaggtggc tgtaaatgga 360 
ggcccagaga aaatagacac tctgggcatt 42 0 
tttagcttca gctcggactt acaaagtacc 480 
gttagagaaa atgttccaaa gtctggcacg 540 

549 



<400> 19 



ctgttcccta agtgtccaat ttggagaaaa cacccacacg caggataacc ggcgagtgac 60 
gcggagtggc tgcgagtcca agttatcact aacggatggg gagcttgggc tgggcacagt 120 
ccagcgtact gaacccttcc cccaccgttt cacctgcata cagaggtgtg tactgtcaaa 180 
aagcagcgcc tccaagtctc ttctggcact gtctggactt ggatccgagg cagacgagga 240 
agctgagaaa accctggcgt tgaccccgtg gacctgggcg ccccgggaag gccagcgctt 300 
ggtccaggca ggcggggcct gtgcggtgac caccctggtc ctgaaaagtc ccagccccga 360 
gcgccctccc tcctagacct ggaggcctgg aacagccagg tggacgtcgg cccacctttc 420 
ttttctttcc ttcccatttt cctaccacct cccaccccac tccgccttcc gggcaaaggc 480 
agccagatcc acccaggaca cattctttgt ccttatccct ctgtgctcgt cccacagcaa 540 
gccagtcgcg gtccaaggct ccagaggctg tgcaggaggc cgagctgggt ggcgatcagc 600 
ggcgggtccc tgtccaaaac ccagcagagc cgccagggac gccccagaca cagaaggcgg 660 
ggcgcgggga gggtggggag accacagcag tgaggcgcgc gagccgggaa gtgaacgagg 720 
actgactcct gtcgcttccg tagccgccac ggacgccaga gccgggaacc ctgacggcac 780 
ttactgctga caaacaacct gctccgtgga gcgcctgaaa cccaatcttt gg 832 



